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• SI Hung, WH Chung, LB Liou, CC CHu, M Lin, HP Huang, YL Lin, JL Lan, 
LC Yang, HS Hong, MJ Chen, PC Lai, CH Chen, CSJ Fann, YJ Wu, YT Chen. 
HLA*5801 allele as a genetic marker for severe cutaneous adverse reactions 
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1115-1121. (Impact factor: 7.033) 
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17(3): 156-161 (Impact factor: NA) 
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genome-wide study of preferential amplification/hybridization in 
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Fann. A comparison of major histocompatibility complex SNPs in Han Chinese 
residing in Taiwan and Caucasians. J Biomed Sci. 2006; 13:489-498. (Impact 
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HLA-B*1502–bound peptides: Implications for the pathogenesis of 
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• WH Chung, SI Hung, YT Chen. HLA and drug hypersensitivity. Current 
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- REVIEW 
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• MF Tsai, YJ Lin, YC Cheng, KH Lee, CC Huang, YT Chen, A Yao. PrimerZ: 
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Web Server issue W63-W65. (Impact factor: 6.878) 
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(Impact factor: 7.586) 
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(Impact factor: 27.553) 

• CF Yang, WL Hwu, LC Yang, WH Chung, YH Chien, CF Hung, HC Chen, PJ 
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factor: 5.251) 

• MTM Lee, ACH Tsai, CH Chou, FM Sun, LC Huang, Pauline Yen, CC Lin, CY 
Lin , JY Wu, YT Chen, FJ Tsai. Intragenic microdeletion of RUNX2 is a novel 
mechanism for cleidocranial dysplasia. Genome Medicine 2008; 2: 45-49 (Impact 
factor: NA) 

• CH Lin, MC Huang, LH Li, JY Wu, YT Chen, SJ Fann. Genome-wide copy 
number analysis using copy number inferring tool (CNIT) and DNA pooling. 
Human Mutation 2008, 29(8):1055-1062. (Impact factor: 7.033) 

• HC Yang, MC Huang, LH Li, CH Lin, ALT Yu, MB Diccianni, JY Wu, YT Chen, 
CSJ Fann. MPDA: Microarray pooled DNA analyzer. BMC Bioinformatics 2008, 
9:196. (Impact factor: 3.781) 

• YH Chen, CK Liu, SC Chang, YJ Lin, MF Tsai, YT Chen, A Yao. GenoWatch: a 
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(Impact factor: 3.781) 

• CH Lin, LH Li, SF Ho, TP Chuang, JY Wu, , Y T Chen, CS Fann. A large-scale 
survey of genetic copy number variations among Han Chinese residing in Taiwan. 
BMC Genetics 2008; 9(92):1-9. (Impact factor: 2.350) 
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• MTM Lee et al. join the International Warfarin Pharmacogenetics Consortium. 
Estimation of the Warfarin Dose with Clinical and Pharmacogenetic Data. The 
New England Journal of Medicine 2009 Feb; 360(8): 753-764. (Impact factor: 
50.017) 

• MTM Lee, CH Chen, HP Chuang, LS Lu, CH Chou, YT Chen, CY Liu, MS 
Wen, CF Chang, JY Wu, YT Chen. VKORC1 haplotypes in 5 East Asian 
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populations and Indians. Pharmacogenomics 2009 Oct; 10(10): 1609-1616. 
(Impact factor: 3.551) 

• HH Wang, YW Liao, HL Chiang, JY Wu, YT Chen. Novel DNA sequence 
variations of cytochrome P450 genes in the Han Chinese population.  
Pharmacogenomics 2009 Mar; 10(3): 359-374. (Impact factor: 3.551) 

• MTM Lee, CH Chen, CH Chou, LS Lu, HP Chuang, YT Chen, CY Liu , MS 
Wen, JJ Chen, JY Wu, YT Chen. Genetic determinants of warfarin dosing in the 
Han-Chinese population. Pharmacogenomics 2009; 10(12): 1905-1913. (Impact 
factor: 3.551) 

• HC Yang, YJ Liang, YL Wu, CM Chung, KM Chiang, HY Ho, CT Ting, TH Lin, 
SH Sheu, WC Tsai, JH Chen, HB Leu, WH Yin, TY Chiu, CI Chen, CSJ Fann, 
JY Wu, TN Lin, SJ Lin, YT Chen, JW Chen, WH Pan. Genome-Wide 
Association Study of Young-Onset Hypertension in the Han Chinese Population 
of Taiwan. PLoS ONE 2009; 4(5): e5459 (Impact factor: 4.351) 

• PS Kishnani, TP Chuang, D Bali, D Koeberl, S Austin, DA Weinstein, E Murphy, 
YT Chen, K Boyette, CH Liu, YT Chen, LH Li. Chromosomal and genetic 
alterations in human hepatocellular adenomas associated with type Ia glycogen 
storage disease. Human Molecular Genetics 2009 Sep; 18(24): 4781-4790. 
(Impact factor: 8.058) 

• CH Chen, T Kikuchi, YH Chen, NG Abd-Al-Ahad Sabbagha, YC Lee, HJ Pan, 
C Chang, YT Chen. Mutations in the SLC2A10 gene cause arterial abnormalities 
in mice. Cardiovascular Research 2009, 81:381-388. (Impact factor: 5.947) 

• CH Chen et al. join the HUGO Pan-Asian SNP Consortium. SNP study supports 
southern migration route to Asia. Science 2009 Dec; 326:1470. (Impact factor: 
28.103) 

• The HUGO Pan-Asian SNP Consortium (CH Chen, JY Wu, YT Chen et al. join 
the HUGO Pan-Asian SNP Consortium). Mapping human genetic diversity in 
Asia. Science 2009 Dec; 326(5959):1541-5. (Impact factor: 28.103) 

2010  (8) 

• SI Hung, WH Chung, ZS Liu, CH Chen, MS Hsih, RC Hui, CY Chu, YT Chen. 
Common risk allele in aromatic antiepileptic-drug induced Stevens-Johnson 
syndrome and toxic epidermal necrolysis in Han Chinese. Pharmacogenomics 
2010; 11(3): 349-356. (Impact factor: 3.551)      

• NA Limdi, M Wadelius, L Cavallari, N Eriksson, DC Crawford, MTM Lee, CH 
Chen, A Motsinger-Reif, H Sagreiya, N Liu, AHB Wu, BF Gage, A Jorgensen, 
M Pirmohamed, JG Shin, G Suarez-Kurtz, SE Kimmel, JA Johnson, TE Klein 
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and MJ Wagner on behalf of the IWPC. Warfarin Pharmacogenetics: A single 
VKORC1 polymorphism is predictive of dose across three racial groups. Blood 
2010 May; 115(18):3827-3834. (Impact factor: 10.132)  

• MTM Lee, CH Chen, CS Lee, CC Chen, MY Chong, WC Ouyang, NY Chiu, LJ 
Chuo, CY Chen, HKL Tan, HY Lane, TJ Chang, CH Lin, SH Jou, YM Hou, J 
Feng, TJ Lai, CL Tung, TJ Chen, CJ Chang, FW Lung, CK Chen, IS Shiah, CY 
Liu, PR Teng, KH Chen, LJ Shen, CS Cheng, TP Chang, CF Li, CH Chou, CY 
Chen, KHT Wang, CSJ Fann, JY Wu, YT Chen, ATA Cheng. Genome-wide 
Association study of bipolar I disorder in the Han Chinese population. Molecular 
Psychiatry 2010 April; 16(5):548–556. (Impact factor: 12.537)   

• FJ Tsai, CF Yang, CC Chen, LM Chuang, CH Lu, CT Chang, TY Wang, RH 
Chen, CF Shiu, YM Liu, CC Chang, P Chen, CH Chen, CSJ Fann, YT Chen, JY 
Wu. A Genome-wide Association study identifies susceptibility variants for type 
2 diabetes in Han Chinese. PLoS Genetics 2010; 6(2): e1000847. (Impact factor: 
8.883) 

• YC Lee, HY Huang, CJ Chang, CH Cheng, YT Chen. Mitochondrial GLUT10 
facilitates dehydroascorbic acid import and protects cell against oxidative stress: 
mechanistic insight into arterial tortuosity syndrome. Human Molecular Genetics 
2010; 19(19): 3721-3733. (Impact factor: 8.058) 

• HC Yang, HC Lin, MC Huang, LH Li, WH Pan, JY Wu, YT Chen. A new 
analysis tool for individual-level allele frequency for genomic studies. BMC 
Genomics 2010 Jul; 11:415. (Impact factor: 3.759) 

• CF Chang, LH Li, CH Wong, FJ Tsai, TC Chen, JY Wu, YT Chen, ACH Tsai. 
Identification of a submicroscopic 3.2 Mb chromosomal 16q12.2-13 deletion in a 
child with short stature, craniofacial malformation, hypoplastic ears by high 
density oligonucleotide array-a recognizable syndrome. American Journal of 
Medical Genetics Part A 2010 Sep; 152A(9) : 2365-2371. (Impact factor: 2.404) 

• S Xu, D Kangwanpong, M Seielstad, M Srikummool, J Kampuansai, L Jin, the 
HUGO Pan-Asian SNP Consortium (CH Chen, JY Wu, YT Chen et al. join the 
HUGO Pan-Asian SNP Consortium). Genetic evidence supports linguistic 
affinity of Mlabri--a hunter-gatherer group in Thailand. BMC Genetics 2010 
Mar; 11(18):1-13. (Impact factor: 2.475) 

2011  (14) 

• YC Lee, CJ Chang, Deeksha Bali3, YT Chen, YT Yan. Glycogen-branching 
enzyme deficiency leads to abnormal cardiac development: novel insights into 
glycogen storage disease IV. Human Molecular Genetics 2011; 20(3):455-465. 
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(Impact factor: 8.058) 

• FJ Tsai, YC Lee, JS Chang, LM Huang, FY Huang, NC Chiu, MR Chen, H Chi, 
YJ Lee, L Chang, YM Liu, HW Wang, CH Chen, YT Chen, JY Wu. 
Identification of Novel Susceptibility loci for Kawasaki disease in a Han Chinese 
population by a genome-wide association study. PLoS ONE 2011; 6(2): e16853. 
(Impact factor: 4.411) 

• P Chen, JJ Lin, CS Lu, CT Ong, PF Hsieh, CC Yang, CT Tai, SL Wu, CH Lu, 
YC Hsu, HY Yu, LS Ro, CT Lu, CC Chu, JJ Tsai, YH Su, SH Lan, SF Sung, 
SY Lin, HP Chuang, LC Huang, YJ Chen, PJ Tsai, HT Liao, YH Lin, CH Chen, 
WH Chung, SI Hung, JY Wu, CF Chang, L Chen, YT Chen, CY Shen, for the 
Taiwan SJS Consortium. Carbamazepine-Induced Toxic Effects and 
HLA-B*1502 Screening in Taiwan. The New England Journal of Medicine 2011 
Mar; 364(12): 1126-1133. (Impact factor: 47.050) 

• HC Yang, HC Lin, M Kang, CH Chen, CW Lin, LH Li, JY Wu, YT Chen, WH 
Pan. SAQC: SNP Array Quality Control. BMC Bioinformatics 2011; 12(100): 
1-14. (Impact factor: 3.428) 

• CH Chen, YT Chen, JY Wu et al. join the Asia Genetic Epidemiology Network, 
AGEN. Meta-analysis of genome-wide association studies identifies common 
variants associated with blood pressure variation in East Asians. Nature Genetics 
2011; 43(6):531-8. (Impact factor: 36.377) 

• PY Cheng, YP Lin, YL Chen, YC Lee, CC Tai, YT Wang, YJ Chen, CF Kao, J 
Yu. Interplay between SIN3A and STAT3 mediates chromatin conformational 
changes and GFAP expression during cellular differentiation. PLoS ONE 2011; 
6(7): 1-15. (Impact factor: 4.411) 

• YC Lee, JY Wu et al. join the Taiwan Kawasaki Disease Genetics Consortium. 
Genome-wide association study identifies FCGR2A as a susceptibility locus for 
Kawasaki disease. Nature Genetics 2011; 43(12): 1241-1246. (Impact factor: 
36.377) 

• NGAA Sabbagha, HJ Kao, CF Yang, CC Huang, WD Lin, FJ Tsai, TH Chen, 
WY Tarn, JY Wu, YT Chen. Alternative splicing in Acad8 resulting a 
mitochondrial defect and progressive hepatic steatosis in mice. Pediatric 
Research 2011; 70(1): 31-36. (Impact factor: 2.803) 

• WI Hatin, AR Nur-Shafawati, MK Zahri, S Xu, L Jin, SG Tan, M Rizman-Idid, 
BA Zilfalil, the HUGO Pan-Asian SNP Consortium (CH Chen, JY Wu, YT Chen 
et al. join the HUGO Pan-Asian SNP Consortium). Population genetic structure 
of peninsular Malaysia Malay sub-ethnic groups. PLoS One 2011; 6(4):e18312. 
(Impact factor: 4.092) 
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• C Ngamphiw, A Assawamakin, S Xu, PJ Shaw, JO Yang, H Ghang, J Bhak, E 
Liu, S Tongsima, the HUGO Pan-Asian SNP Consortium (CH Chen, JY Wu, YT 
Chen et al. join the HUGO Pan-Asian SNP Consortium). PanSNPdb: the 
Pan-Asian SNP genotyping database. PLoS One 2011; 6(6):e21451. (Impact 
factor: 4.092) 

• X Yang, S Xu, the HUGO Pan-Asian SNP Consortium (CH Chen, JY Wu, YT 
Chen et al. join the HUGO Pan-Asian SNP Consortium). Identification of Close 
Relatives in the HUGO Pan-Asian SNP Database. PLoS One 2011; 
6(12):e29502. (Impact factor: 4.092) 

• CF Hung, FW Lung, CH Chen, E O'Nions, TH Hung, MY Chong, CK Wu, JK 
Wen, PY Lin. Association between suicide attempt and a tri-allelic functional 
polymorphism in serotonin transporter gene promoter in Chinese patients with 
schizophrenia. Neuroscience Letters 2011; 504(3):242-6. (Impact factor: 2.026) 

• CH Li, RB Yang, JH Pang, SS Chang, CC Lin, CH Chen, HY Chen, TF Chiu. 
Procalcitonin as a biomarker for bacterial infections in patients with liver 
cirrhosis in the emergency department. Academic Emergency Medicine 2011; 
18(2):121-6. (Impact factor: 1.757) 

• TM Ko, WH Chung, CY Wei, HY Shih, JK Chen, CH Lin, YTg Chen, SI Hung. 
Shared and restricted T-cell receptor use is crucial for carbamazepine-induced 
Stevens-Johnson syndrome. Journal of Allergy and Clinical Immunology 2011; 
128(6):1266-1276.e11. (Impact factor: 11.003) 

2012  (18) 

• YS Cho, CH Chen, YT Chen, JY Wu et al. Meta-analysis of genome-wide 
association studies identifies eight new loci for type 2 diabetes in east Asians. 
Nature Genetics 2012; 44(1): 67-73. (Impact factor: 36.377) [CH Chen: co-first 
author, JY Wu: co-corresponding author] 

• W Wen, CH Chen, YT Chen, JY Wu et al. Meta-analysis identifies common 
variants associated with body mass index in east Asians. Nature Genetics 2012; 
44(3): 307-311. (Impact factor: 36.377) [CH Chen: co-first author, JY Wu: 
co-corresponding author] 

• JY Wu et al. Common variants at CDKAL1 and KLF9 are associated with body 
mass index in east Asian populations. Nature Genetics 2012; 44(3): 302-306. 
(Impact factor: 36.377) 

• YC Lee, HC Kuo, JS Chang, LY Chang, LM Huang, MR Chen, CD Liang, H 
Chi, FY Huang, ML Lee, YC Huang, B Hwang, NC Chiu, KP Hwang, PC Lee, 
LC Chang, YM Liu, YJ Chen, CH Chen, Taiwan Pediatric ID Alliance, YT Chen, 
FJ Tsai, JY Wu. Two new susceptibility loci for Kawasaki disease identified 
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through genome-wide association analysis. Nature Genetics 2012; 44(5): 
522-525. (Impact factor: 36.377)  

• YJ Liou, HH Wang, MTM Lee, SC Wang, HL Chiang, CC Chen, CH Lin, MS 
Chung, CC Kuo, DL Liao, CK Wu, CM Liu, YL Liu, HG Hwu, IC Lai, SJ Tsai, 
CH Chen, HF Liu, YC Chou, CH Chen, YT Chen, CJ Hong, JY Wu. 
Genome-Wide Association Study of Treatment Refractory Schizophrenia in Han 
Chinese. PLoS ONE 2012; 7(3): e33598. (Impact factor: 4.411) 

• YC Cheng, FC Hsiao, EC Yeh, WJ Lin, CYL Tang, HC Tseng, HT Wu, CK Liu, 
CC Chen, YT Chen, A Yao. VarioWatch: providing large-scale and 
comprehensive annotations on human genomic variants in the next generation 
sequencing era. Nuclear Acids Research 2012; 40: W76-W81. (Impact factor: 
7.836) 

• CH Chen, YT Chen, JY Wu et al. Meta-analysis identifies multiple loci 
associated with kidney function–related traits in east Asian populations. Nature 
Genetics 2012; 44(8): 904-909. (Impact factor: 36.377) 

• TM Ko, YT Chen. T-cell receptor and carbamazepine-induced Stevens–Johnson 
syndrome and toxic epidermal necrolysis: understanding a hypersensitivity 
reaction. Expert Review of Clinical Immunology 2012; 8(5):467-477. (Impact 
factor: 2.072) 

• CY Wei, WH Chung, HW Huang, YT Chen, SI Hung. Direct interaction 
between HLA-B and carbamazepine activates T cells in patients with 
Stevens-Johnson syndrome. Journal of Allergy and Clinical Immunology 2012; 
129(6):1562-1569. (Impact factor: 11.003) 

• CY Wei, MTM Lee, YT Chen. Pharmacogenomics of adverse drug reactions: 
implementing personalized medicine. Human Molecular Genetics 2012; 
21(1):R58-R65. (Impact factor: 7.636) 

• CY Wei, TM Ko, CY Shen, YT Chen. A recent update of pharmacogenomics in 
drug-induced severe skin reactions. Drug Metabolism and Pharmacokinetics 
2012; 27(1):132-41. (Impact factor: 2.321) 

• Asian Genetic Epidemiology Network–Type 2 Diabetes (AGEN-T2D) 
Consortium (CH Chen and JY Wu et al. join the AGEN-T2D Consortium) et al. 
Large-scale association analysis provides insights into the genetic architecture 
and pathophysiology of type 2 diabetes. Nature Genetics 2012; 44(9): 981-90. 
(Impact factor: 36.377)  

• B Xi, F Takeuchi, GR Chandak, N Kato, HW Pan, Asian Genetic Epidemiology 
Network–Type 2 Diabetes (AGEN-T2D) Consortium (CH Chen and JY Wu et al. 
join the AGEN-T2D Consortium), DH Zhou, HY Pan, J Mi. Common 

http://www.sciencedirect.com/science/article/pii/S0091674911029599
http://www.sciencedirect.com/science/article/pii/S0091674911029599
http://www.sciencedirect.com/science/article/pii/S0091674911029599
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polymorphism near the MC4R gene is associated with type 2 diabetes: data from 
a meta-analysis of 123,373 individuals. Diabetologia 2012; 55(10):2660-6. 
(Impact factor: 6.814) 

• S Xu, I Pugach, M Stoneking, M Kayser, L Jin, the HUGO Pan-Asian SNP 
Consortium (CH Chen, JY Wu, YT Chen et al. join the HUGO Pan-Asian SNP 
Consortium). Genetic dating indicates that the Asian-Papuan admixture through 
Eastern Indonesia corresponds to the Austronesian expansion. Proceedings of 
the national academy of sciences of the United States of America (PNAS) 2012; 
109(12):4574-9. (Impact factor: 9.681) 

• TA Jinam, LC Hong, ME Phipps, M Stoneking, M Ameen, J Edo; the HUGO 
Pan-Asian SNP Consortium (CH Chen, JY Wu, YT Chen et al. join the HUGO 
Pan-Asian SNP Consortium), N Saitou. Evolutionary history of continental 
southeast Asians: "early train" hypothesis based on genetic analysis of 
mitochondrial and autosomal DNA data. Molecular Biology and Evolution 2012; 
29(11):3513-27. (Impact factor: 5.550) 

• HC Yang, PL Wang, CW Lin, CH Chen, CH Chen. Integrative analysis of single 
nucleotide polymorphisms and gene expression efficiently distinguishes samples 
from closely related ethnic populations. BMC Genomics 2012; 13:346. (Impact 
factor: 4.397) 

• LS Chen, NL Saccone, RC Culverhouse, PM Bracci, CH Chen, N Dueker, Y 
Han, H Huang, G Jin, T Kohno, JZ Ma, TR Przybeck, AR Sanders, JA Smith, YJ 
Sung, AS Wenzlaff, C Wu, D Yoon, YT Chen, YC Cheng, YS Cho, SP David, J 
Duan, CB Eaton, H Furberg, AM Goate, D Gu, HM Hansen, S Hartz, Z Hu, YJ 
Kim, SJ Kittner, DF Levinson, TH Mosley, TJ Payne, DC Rao, JP Rice, TK Rice, 
TH Schwantes-An, SS Shete, J Shi, MR Spitz, YV Sun, FJ Tsai, JC Wang, MR 
Wrensch, H Xian, PV Gejman, J He, SC Hunt, SL Kardia, MD Li, D Lin, BD 
Mitchell, T Park, AG Schwartz, H Shen, JK Wiencke, JY Wu, J Yokota, CI 
Amos, LJ Bierut. Smoking and genetic risk variation across populations of 
European, Asian, and African American ancestry—a meta-analysis of 
chromosome 15q25. Genetic Epidemiology 2012; 36(4):340-51. (Impact factor: 
4.015)  

• YJ Liou, CH Chen, CY Cheng, SY Chen, TJ Chen, YW Yu, FS Nian, SJ Tsai, CJ 
Hong. Convergent evidence from mouse and human studies suggests the 
involvement of zinc finger protein 326 gene in antidepressant treatment 
response. PLoS ONE 2012; 7(5):e32984. (Impact factor: 3.730) 

2013  (13) 
• CH Chou, CH Lee, LS Lu, IW Song, HP Chuang, SY Kuo, JY Wu, YT Chen, 
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VB Kraus, CC Wu, MT Lee. Direct assessment of articular cartilage and 
underlying subchondral bone reveals a progressive gene expression change in 
human osteoarthritic knees. Osteoarthritis and Cartilage 2012; 21(3):450-61. 
(Impact factor: 4.262) 

• YH Wu-Chou, YT Chen, TH Yeh, HC Chang, YH Weng, SC Lai, CL Huang, RS 
Chen, YZ Huang, CC Chen, J Hung, WL Chuang, WY Lin, CH Chen, CS Lu. 
Genetic variants of SNCA and LRRK2 genes are associated with sporadic PD 
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